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The cancer microbiome atlas: a pan-cancer
comparative analysis to distinguish tissue-resident

microbiota from contaminants
Dohlman et al., 2021

Microbiome analyses of blood and tissues
suggest cancer diagnostic approach

Poore et al., 2020
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HNSC = Head and Neck
Sguamous Cell Carcinoma
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Bacteria in solid tissue (RPM)
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Scavenger Pipeline (Snakemake)
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Woodet al., 2019
Luet al., 2017



